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Cloud Resource & Information 
Management System:
distributed infrastructure with
support for discipline specific
data types:
• chemical structures
• taxonomic classification
• biological sequence data (under

development)



Geo Engine GmbH
○ www.geoengine.de
○ Contact:

info@geoengine.de

● Twitter
○ twitter.com/teamgeoengine

Repository
○ github.com/geo-engine

Geo Engine: A flexible Dashboard for Exploring and 
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Luise Quoß (luise.quoss@idiv.de)

GitHub Repository: https://github.com/LuiseQuoss/ebvnetcdf

EBV Data Portal Link: https://portal.geobon.org/

https://github.com/LuiseQuoss/ebvnetcdf
https://portal.geobon.org/
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ebvnetcdf R package:
Tool for scientists to easily access, visualise and create EBV netCDFs.
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geospatial

biodiversity
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Status quo EBV netCDF

EBV netCDF data standard



Cataloging Essential 
Biodiversity Variables 
with the 
EBV Data Portal
Christian Langer, Web‐GIS Programmer
christian.langer@idiv.de



Input fields for metadata/data Output for metadata



JeDaSS: A Tool for Dataset Summarization 
and Synthesis 

Alsayed Algergawy, Hmadi Hamed Birgitta König‐Ries

Heinz‐Nixdorf Chair for Distributed Information Systems, 
University of Jena

https://fusion‐jena.github.io/JeDaSS_2021_poster/
CS4BioDiversity@INFORMATIK2021



JeDaSS: 
A Tool for Dataset Summarization and Synthesis 

CS4BioDiversity@INFORMATIK2021



https://dev.gfbio.uni-jena.de/daisi/

[Dai:Si] – Modular dataset retrieval for biological data

Felicitas Löffler1, Fateme Shafiei1, Sven Thiel1, Kobkaew Opasjumruskit2

and Birgitta König-Ries1,3,4
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3German Center for Integrative Biodiversity Research (iDiv), Halle-Jena-Leipzig, Germany
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CS4Biodiversity Co-located with #Informatik2021, 
Berlin, Sept 27 – Oct 1, 2021

https://github.com/fusion-jena/DaiSi @fusionUniJena

https://dev.gfbio.uni-jena.de/daisi/
https://github.com/fusion-jena/DaiSi


10 steps to setup [Dai:Si] for your own dataset search index
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https://bolgermany.de/home/gbol3/projects/https://bolgermany.de/home/

ASV Tables become FAIR* data 
*https://www.go-fair.org/fair-principles/

Bridging the GAP in Metabarcoding Research: 
A shared repository for ASV Tables
Björn Quast, Christian Bräunig, Peter Grobe

https://bolgermany.de/home/gbol3/projects/
https://bolgermany.de/home/


Features:
● Persistent identifiers for ASV Tables, barcode sequences,

and samples
● Continously updated species identifications
● Version tracking
● Linkage with data from GBIF / BOLDASV Tables become FAIR* data 

*https://www.go-fair.org/fair-principles/

Our Repository:
● ASV Tables
● Sequences
● Sampling data
● Methods
● Ecological and

taxonomic data

Bridging the GAP in Metabarcoding Research: 
A shared repository for ASV Tables
Björn Quast, Christian Bräunig, Peter Grobe
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BEXIS2: A data management platform for mid-to-large scale 

research projects to facilitate making biodiversity research data 

Findable, Accessible, Interoperable and Reusable

Development Partner Project Instances

Jitendra Gaikwad, Roman Gerlach, David Schöne, Sven Thiel, 
Franziska Zander and Birgitta König-Ries

CS4Biodiversity Workshop, INFORMATIK2021
27.09.2021

bexis-support@uni-jena.de



http://bexis2.uni-jena.de

2

https://demo.bexis2.uni-jena.de/
End-User Features

Admin Features



TaxonTableTools

A comprehensive, platform-independent graphical user interface 

software to explore and visualise DNA metabarcoding data

Till-Hendrik Macher, Arne J. Beermann, Florian Leese



TaxonTableTools

Till-Hendrik Macher

https://github.com/TillMacher/TaxonTableToolshttps://youtu.be/ppwog6LkSow https://doi.org/10.1111/1755-0998.13358MER

https://github.com/TillMacher/TaxonTableTools
https://youtu.be/ppwog6LkSow
https://doi.org/10.1111/1755-0998.13358


Staatliche Naturwissenschaftliche Sammlungen Bayerns • Zentrum für IT-Entwicklungen

Live Demo 

DiversityNaviKey

a Progressive Web Application for interactive
diagnosis and identification

App: https://divnavikey.snsb.info

Info: https://diversityworkbench.net/Portal/DiversityNaviKey

Ariane Grunz | SNSB IT Center | München

https://divnavikey.snsb.info/
https://diversityworkbench.net/Portal/DiversityNaviKey


Staatliche Naturwissenschaftliche Sammlungen Bayerns • Zentrum für IT-Entwicklungen

DiversityNaviKey

• Interactive queries on descriptive data (trait data)

• Support of different datasets accessed via a web 

service

• Support of unsettled or dynamically growing 

datasets by using the SNSB and DD installation

• Platform independent, offline capable, installable, 

extendable

DiversityNaviKey is a progressive web app 

realised to identify organisms or other objects 

by means of predefined descriptors



Software Marketplace: https://topia.io/informatik2021



Software Marketplace: 
https://topia.io/informatik2021
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